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Minimizing variability

in microbiome workflows
to enhance reproducibility
and performance

June 27,2023 at 11:00 a.m. ET

Description
Join this webinar for key insights into the importance of

standardized microbiome workflows to enhance your study’s
overall performance and success.

Learning objectives

- To discuss how standardized sample collection paves the
path for future microbiome applications, such as discovery,
diagnostics and/or therapeutics

- To gain an appreciation for how fecal self-collection anytime,
anywhere can support diversity, equity and inclusion in
clinical trials and microbiome research

« To understand the impact of FDA authorization of a fecal
self-collection device to ensure quality and high standards
for diverse microbiome applications
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